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Introducing the Novel and Cost-effective NGS System

MGI Genetic Sequencer Portfolio

| DNBSEQ-T7RS
| DNBSEQ-G400RS

| DNBSEQ-G50RS
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MGl Core Technology

Sequencing Workflow
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DNB (DNA Nanaoball) Technology
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DNBSEQ-G400RS High-throughput Benchtop Sequencer
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Patterned Flow cell
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Decorated sites evenly spread on the flow cell.

Each site contains a single DNB.

DNBSEQ-G50RS Mid-throughput Benchtop Sequencer

Targeted sequencing5:E{ Whole genome sequencing”}X|
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“IT'S TIME
TO MOVE ON
TO THE COST-SAVING NGS.”

BGI and MGI
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RELATED PRODUCT

Designed for Next Generation Sequencing

Advanced MGISEQ Workflow
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Library Prep - MGISP-100 Sequencing « DNBSEQ-T7RS
o MEliEP-glEl « DNBSEQ-G400RS
« DNBSEQ-GEORS
Sample Processing & MGISP-100 MGISP-960
Preparation 16 samples per run

Automated Sample
Preparation system

o SMAF=ZHE DNB MZIHX| HAE| 2P X2t
o MZ EFQ : Plasma, saliva, FFPE, gDNA, etc

DNA Magnetic bead Enzymatic
extraction purification rxn
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Data Analysis < FASTQ

¢ MegaBolt

96 samples per run

PCR, Size
selection

Target capture,
DNB making
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