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IT STARTS WITH A DROPLET
AND ENDS IN DISCOVERY
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More than 4700 published studies
used Droplet Digital™ PCR technology

Publications using

Droplet Digital PCR Publications last year

Publications this year

All Applications

- Cancer - Next-generation Sequencing Library

- Copy Number Variation Quantification'/ Validation

- Droplet Digital PCR methods /
Analytical Performance

- Pathogen Detection (microbe / viral)
- Liquid Biopsy

- Environmental Studies Search Publications

- Epigenetics

- Gene Expression E E

|

- mRNA Quantification and Expression

* Mutation Detection E =

Bio-Rad Receives
FDA Emergency Use Authorization

,‘ for Droplet Digital™ PCR
SARS-CoV-2 Test Kit
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A VERSATILE AND

SCALABLE
WORKFLOW

HIGH-THROUGHPUT
|=
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UNIQUE TECHNOLOGY
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Droplet generatore 2{242 A|=E 20,000712| #E ot L 2|8 37(2| dropL 2 Li+11, 0] 2Hg0i|A
SAk 2XH= 2f dropleto] YO E SRELICE Droplet HA4S 223t $, PCRS 8519 20,0007H2]
20219] dropletiiM SEXHC 2 F= BF50] TIHELICE PCR 20| Bt A2 = droplet readerE S5
2t droplet@| & /2 AZYLICE Droplet LHO|| Target DNA = RNAZG 1 copyete EXHotCrH
JX] 242 dropleto] BlgH =& F& L& LIEILA ELICH O] EAE positive drop& Z0tS
=X (Poisson distribution)of| 2|5l SH M2|=|, targetl| =2t Ats2 2 FRFElLIC

QX200™ A|AEIE hydrolysis probesS! EvaGreen™ 2% AFE JH55HH, high throughput A8 £

RS BRI YEC] HEMX| Cifet Ao 38 4 USLIC

KEY BENEFITS
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- EvaGreen™ EE= probeZ ARSI CHFst applicationd] S Its

4 | Bio-Medical Science Co., Ltd. | bms.kr

ddPCR™ Mixture =H|5}7|

* Bio-Rad?| ddPCR™ Supermix2t DNA sample,
primer, probe (probe-assay2| BL)E 4101 EL|C.

- 22 H30| 2t2E PrimePCR ddPCR™ Assay&
A8l S5LICH

Droplet 44/45}7|

+ ddPCR™ mixture< droplet generator cartridgedj|
S5 LC

* QX200™ Droplet GeneratorE S5H 2} wellOFCt
20,0007H2] dropletO] &4 ElL|C}.

- 2 droplet0i| Target DNA(m= )2t background
DNA( )?heHEe= FREL|CH

EvaGreen™ / Probe2&
PCR ZIglis}o|

- M=l droplet2 96-well PCR plateZ 27|11,
plate= L=k T}

= =2=od

- PCRS ZI&tL(CE

Mz s 8 Al E451

* PCR 2t80| Z2& 2, 96-well plateS ALY
QX200™ Droplet Reader2 £ A& LILCE.

+ QX200™0| A|Z LH2| Positive/Negative droplet=
s 2 T=etL|Ch

- QuantaSoft™ SoftwareZE S8l Z1tE SATHL|CY
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WALK-AWAY OPERATION

- Droplet 44, PCR 2}, Reading 2& 11’H0| £&t=l ddPCR workflowzZ

Droplet Digital™ PCR System
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ADVANCED MULTIPLEXING
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Automated Droplet Digital™ PCR System

QX200™ Auto DG™
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variability Generation
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Droplet Digital™ PCR System

ax200™

QX200™ Droplet Reader
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ddPCR TOOLS

FOR CELL THERAPHY

o
ox
T
njo
-0
ro
2
o 19
e
2
G
>t
Hu
Hr
o
rr
I
~
[nn
B
Ot
=l
¥0
Ral

2 2ol eI Kz | 1tE EEdtE
o

O I YOI 7|E Y

uet Sk rjo o
oo Y o

X2 =& (Fehse, 2020)0{|A= Axicabtagene Ciloleucel (Axi-Cel)Z X|Z9t 2EXte| CD19-CAR-T A E
0.01% BI=NHX| Z=t5HA| Yot | 2/6 ddPCR A S JHHSIIS0| 2R EISLICE O] 2A4H2 Bio-

iy =
Rad®f Dr. Boris Fhese2| 2120 H=5101| I ASLICE
* Axi-Cel CD1-CAR-TDNA EHE
« Reference copy number2 A& L= RPP30(HEX)S 283613 duplex && 7ts
+ QX ONE 2! QX200™ Dropet Digital™ PCR A|A&I0|| XX s}
For Research Use Only—Not for use in diagnostic procedures

ddPCRO Ehigh |l fH|LIS
2QIsH MR

CAR-T Webinar

In-vivo monitoring of CAR-T cells using sensitive
Droplet Digital PCR

Dr. Boris Fehse
Head of Research Cell and Gene Therapy University Clinical Hospital, Hamburg

Prof. Fehse relates how his team uses ddPCR to quantify Axi-cel and
Tisa-cel CAR-T cell expansion and persistence after treatment.
The ddPCR assay achieves highly precise and sensitive quantification
without the resistance to PCR inhibition often seen with gPCR.

10 | Bio-Medical Science Co., Ltd. | bms.kr

ES 9 =
0 UoH, detot CAR Transgene H&2| EXoZ2 ¢

¢ Modified-Cell Gounting with
the ddPCR Whole Cell DNA Assay

v/ v/

Single cell resolution0i|A] DNA leveloi| A &
transgene B Jts M| %S HestH 54 Jts

v . v

S (e}e)

M2 20| cellof M= Sherot Al gt

X—I§|—‘5|-}|| X‘|El¢j|-i L 20 od
= T

700-1,000 cells)

¢ ddPCR Whole Cell DNA Assay Workflow

Add cells to 1x ddPCR reaction Encapsulate whole cells in droplets

Perform end-point PCR Read and analyze results
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INSIGHT INTO

VIRAL

RESERVOIRS
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DISTINGUISHING

GENOMIG
VARIATIONS

Copy Number Variation(CNV)
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Detection of Copy Number for Myelocytomatosis Oncogene and B-globin
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NGS

VALIDATION AND

LIBRARY

QUANTIFICATION
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EXPRESSION
STUDIES

40| transcriptE A8 3 §FY + UES 2|5
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YR == A= HES 2HA D ACH, BE J GO RNA A2 Zrifghs e == A0 KX g

A0l Mz 2 Ao Z1HE MES LT

Gene Expression Analysis of Stem Cell Markers
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WHAT’S IN A DROPLET?

ABSOLUTE

QUANTIFICATION
WITH EvaGreen™
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VALIDATED SUCGESS STORY
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ddPGR™
ASSAYS
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Detection of EGFR L858R Mutation
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“Our laboratory studies adeno-associated virus vectors for human
gene therapy.”

Application
Viral Quantification
Adeno-Associated Virus Vector Genome Titer Assay

Martin Lock / Director, Process Development Gene Therapy Program
University of Pennsylvania

“Our laboratory uses Droplet Digital PCR to develop diagnostic
assays that support drug development.”

Application

Cancer Mutation Analysis

How Droplet Digital PCR Has Revolutionized Noninvasive Plasma-Based
Detection of Mutations

Sabita Sankar / Associate Director
Scientific Affairs Business Development Molecular MD

“Our laboratory is interested in the development and application of
advanced genome technologies, particularly as they apply to our
understanding of human evolution and human disease.”

Application
Genomic Variation Analysis: Copy Number Variation
DUF1220 Copy Number Variation across Healthy and Diseased Populations

Nate Anderson / Senior Research Assistant, James Sikela Laboratory
University of Colorado School of Medicine

“Being able to accurately establish the number of RNA molecules per
cell provides a foundation for understanding how RNA functions.”

Application
Gene Expression
Digital Quantification of Potential Therapeutic Target RNAs

David Corey / Professor of Pharmacology and Biochemistry
University of Texas Southwestern Medical Center
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SPECIFICATIONS

QX200™ - Droplet Digital™ PCR System

QX200™ Droplet Generator

Starting sample size
Capacity

Droplets per sample
Dimensions (W x D x H cm)

QX200™ Droplet Reader

Precision

Linear dynamic range
Capacity

Droplets per 96-well plate
Sample

Sample detection
Detection channels
Dimensions (W x D x H cm)

20 uL

1-8 samples / cartridge
20,000

28x36x13

+10%

5 orders of magnitude
1-96 samples
Approximately 1,500,000
Light-emitting diodes
Multipixel photon counter
FAM (Evagreen), HEX (VIC)
66 x 52 x 29

QX200™ Auto DG™ - Automated Droplet Digita™ PCR System

] g

Auto DG™, Automated Droplet Generator

Starting sample size
Capacity

Droplets per sample
Dimensions (W x D x H cm)

QX200™ Droplet Reader

Precision

Linear dynamic range
Capacity

Droplets per 96-well plate
Sample

Sample detection
Detection channels
Dimensions (W x D x H cm)

20 uL

1-96 samples
20,000

66 x 56 x 66

+10%

5 orders of magnitude
1-96 samples
Approximately 1,500,000
Light-emitting diodes
Multipixel photon counter
FAM (Evagreen), HEX (VIC)
66 x 52 x 29

QX ONE - Droplet Digital™ PCR System

Starting sample size
Capacity

Droplets per sample

Linear dynamic range
Detection channels
Dimensions (W x D x H cm)

20 uL

480 samples

20,000

5 orders of magnitude

FAM (Evagreen), HEX (VIC), Cy5, Cy5.5
122 x 66 x 38

ORDERING INFORMATION

s

QX200™ Droplet BR186-4001 QX200™ Droplet Digital™ PCR System

Digital™ PCR System BR17000034 QX200™ Droplet Digital™ PCR System for Diagnostics
QX200™ Auto DG™ BR186-4100 QX200™ Auto DG Droplet Digital™ PCR System
ddPCR System BR17002229 Auto DG QX200™-IVD System

QX ONE System BR12006536 QX ONE Droplet Digital™ PCR System

Thermal Cycler and BR181-4000 PX1™ PCR Plate Sealer

Plate Sealer BR185-1197 €1000 Touch Thermal cycler with 96 deep well

BMS =

02-3471-6500 / 042-824-7000
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